
SUPER SESI (Application note)

There are several publications where the molecule identity is not reported. Some report peaks (m/z), others
report molecular formulas.
For a molecule to be listed here, it must meet the following criteria:

Take a look at the table, see what metabolites and molecules have been reported by other
researchers and find if Super SESI can be helpful for your research.

What molecules can be detected with 
SUPER SESI?
To answer this question, we have compiled a list with all molecules 
that have been reported by scientists using SESI.

• Based on SESI-MS spectra, a scientist has been able to identify the molecule and assign it to the
corresponding peaks in the spectra.

• The identification must have been published in a peer-review journal.

This list includes only the molecules for which the author(s) provided MS data, molecular formula and a complete
identification. The list also provides the molar mass of the molecules, the sample where the molecule was
detected, the methods used to identify it, the details of the publication where it was first reported, and the year
of publication.

Different identification processes have been implemented in different studies. In some studies, detectability was
checked by evaporating a known standard and verifying that the expected peaks appear in the spectra. More
comprehensive breath biomarker identification studies start by analyzing breath in real time with SESI-MS and
SESI-MS/MS, and then verify the identification by analyzing the condensate with LC-MS/MS.

SESI is a rather new technique, that became available only
recently. The samples studied with it include drugs of abuse,
explosives, breath, volatiles of plants, yeast, and some bacterial
cultures.
The total number of species identified (607) is a small fraction of
all that can be detected. For instance, in breath samples, while a
Super SESI - Q-Exactive detects 10.000 peaks in an exhalation*,
only 242 species (2.4%) have been identified and reported.
(* See App. Note: Evaluation of No. Of detected species).

This gap shows that there is a lot to be discovered and
understood.
The number of molecules identified with SESI is low, but it is
accelerating, showing that the field is expanding in its infancy.

Only 2% of peaks detectable in breath have been identified. This large gap between the number of detectable
peaks and the number of identified peaks shows that there is a lot of work to be done.

Bridging the information to knowledge gap is a challenge for researchers deciphering the volatilome.

FIT’s mission is to enable scientists with the tools required to address this challenge.  
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These compounds are all listed in 
the same publication of 2017
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This table is a constant work in progress.  If you find a new molecule, please contact
us and we will upgrade it with the corresponding reference.
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